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- A
_ AR - MX}Z QI ZH|(FNA) 0.2 mL
BRAF gene mutation HXISOIZ M (FNA) 0.2 mL - ItaHe block & H&E slide 1%
[Real-time PCR] _ mj2bal block - Unstained slide 10 pm £7| 5%
(GC Labs T E: M345) - Tissue & H&E slide 1%t
[(H8Y: 128 15¢ H=+Z]
BRAF gene mutation - A
[Sequencing] - 2t block
(GC Labs T E: L446) - Unstained slide 10 pm S74| 5%
¢c-KIT gene mutation - A
(tissue) [Sequencing] - o2t block (6 pm F7H =%
(GC Labs TLE: X348) 10%)
EGFR (tissue)
[PNA clamping
Real-time PCR]
(GC Labs FE: L694)
dH HE
EGFR (tissue) - A - AN
[Pyrosequencing] - m}2hE block & H&E slide 1% - matEl block & H&E slide 1%
(GC Labs 3 E: M040) - Unstained slide 10 um 74| 5%t - Unstained slide 10 um S| 5%
8 H&E slide 1 & H&E slide 1%
KRAS X SHHO| - Aspirate (B2 XX}
[Sequencing] - Tissue ( H?:-IIZF_I_!) [I_‘!%%: 12% 15% E_)I\__E_l
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KRAS 82 0|
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([GSée ?z::n: I:r‘Agn1|029) A
E - ot2tE block
=q =oimo - Unstained slide 10 um 74| 5%
NRAS 82 A0l - EDTA whole blood 3.0 mL
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Methylmalonic acid

[S, GC/MS]
(GC Labs ZE: N044)
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